
SEQUENCE LISTING 



<110> Anderson, Christen M . 
Davi s Rjb z r t E . 
■Jlevenqer , Will i am 
Wi 1 ey , Sandra Ei leen 
Wilier, Scott W. 
Szabo, Tomas R. 
Ghosh, S o o m i t r a S . 

<12 0> PRODUCTION OF ADENINE NUCLEOTIDE 

TRANSLOCATOR (ANT) , NOVEL ANT LIGANDS .AND SCREENING ASSAYS 
THERE FOR 



: 1 .? ;j : 



0 0 S 8 . 4 2 0 



' 1 4 '"' > US "' 0 / 1 8 t 8 0 4 
:1 4 1 > 1 ,: * 9 ?- - L 1 - 0 3 



CI t :.::> 
:17-.i;> 



tor Windows Version 3 .0 



<2 1 i» 

i : > 

< . : L _ > 
<2 18> 



DMA. 
Horn-: 



sap i en 



< 4 0 0 > 1 
atgggtgatc a zgot tggag 
gtztzzaaga z go g gzz g z 
gc zag za aao ag -it z age g z 
atceetaagg agoaggget t 



ta::::: coa 
gggggtgt gg 
ggggozgctg 
ttggzt g tt l 
at :a agar. zt 
za agg rat za 
:tq: tzg.i :: c 
go agt zg ■ ag 
terggzzgga 



i t zaagrtzz 
at z g g z a t a a 
gggzearot - 
at 4tgggzag 
t r a agt it ga 
tt atotat ag 
to :i ag aa :gt 
gg -tgztgz z 
aaggggcrga 



geaaaagazg aaggagzzaa 
atggg zg gt g zt *: 1 t gt at t 



zttcztaaag 
:-:-::at:gag 
t gag aagcag 
::ct ztootto 
:*a a z 1 1 zgc z 
gzagzt ztgg 
zctttgettt 
^tgzgz z rag 
t ggzot gagg 
ag — geetao 
gzazarrrrt 
zzazozzttt 
t attatgtao 
ggzztt ztt z 
ggtgttgtat 



gaot 
aggg 
t a z a 
tgga 
t to a 
ogot 
gtot 
zg-g 
gggz 
zt zg 
gega 
g a 2 a 
a egg 
a a ag 
gatg 



rootgg 
teaaae 
a aggg a 

gggGta 

aggaea 
a z 1 1 1 g 
aeeege 
agtt zt 
:ro:: 
gagtot 
gzzgga 
tt gtt z 
ggaeag 
gzgzzz 
ag at z a 



ezggggeggt 
t gztg ztgza 
t z attgattg 
azetgge z aa 
agt aoa ag oa 
zzggtaazzt 
tggaetttge 
at ggt zzggg 
agggttt z a a 
atgat aztge 
tgattgzzza 
gzzgtagaat 
ttgaetgztg 
ggtzzaatgt 
aaaaat atgt 



egtegctgz z 
ggtoeagzaz 
tgt ggtgaga 
ogtgat zegz 
gztzztzzta 
ggegt zzggz 
t aggaezagg 
ogazzgt at z 
zgt tt tt gt z 
oaaggggatg 
G ^9" 3 r - d ^ zg 
gat gat gtag 
gaggaagatt 
gztgagaggz 
■z t a a 



60 
120 



4 Li 

4 



7.0 

7 i 
84' 

8 ~<4 



< . 1. J: 
</. 11; 
<: .'. 1 2 : 

< 2 1 < : 



DMA 

Hjto saolen 



<4')")> 2 
atgat agat g z zgzartgr : 
at et z aag a oggo ^ot a 7 " 
gttagc aag z agat cact gc 



eg z zaag g a zt t 
o at 'oaa ^oaot- 



•zt gg 
-a agz 



a g a t a a g o a a t a c a a a g g c .: a 



-3ggzggagt 
t. gzr.g ztgoa 
1 1 at aga zt g 



ggzz gzagzt 
zgt ggtzrgt; 



18 0 





-j '' y d i_ 


tctgeceeec 


L dd - d - dd La 


a c c t g g c t a a 


t g t c a t tag a 


t a ^ r ~* r" re" 3 


rr ""^o-i '"r ' ■ r 
- — -^^f d - ' — L 


Laact^cgci 


t c 'a a ag at a 


a ^ r ^ ~* a a T-" 1 =i 


n a t 1 1 1 r c c q 


ggcggtg -_gg 


cl ■ _ d ct 1 ~j a y Cl Ct 


ccagt r c Cgg 


-d - L a 1 _ ^ L L J 


- 14 d d d 11 ^ L 




ggtgcegeag 


ggg:caca:c 


ctcgtgctct 


grgt aettt t 


ttgattttgc 


regcaoregc 


tcagtagecg 


a -t«- F^r--Ti-rt- q 

■^■-3~~3a->~- 


age r ggagot 


ga aaggg aac 


t tcgaggcet 


eggegaeege 


:cgg:taaga 


:cta:a aatc 


rgaigggaci 


aagggcctgt 


a i oaaggttt 


t aacgegr or 


gcgiagggca 


cc area coca 


cigagccgic 


c act teggea 


totatgacac 


tgcaaaggga 


acgccceegg 


accccaagaa 


cacccacacc 


gccaccag :c 


ggatgacege 


at agaecgee 


accgccgccg 


ccgggcrgac 


cr-::catc:a 


cccgacacog 


tec go tg teg 


racgatgacg 


tagctagggt 


go aaaggaac 


tgatatcatg 


ta lacaggc a 


cgcccgatcg 


■-tiggeggaag 


attgccigcg 


atgaaggagg 


laaagtttcc 


tt laagggc g 


caiggtcia a 


t gtt :t:aga 


ggtacgggtg 


gigiriligi 


gittgt :::g 


tatgatgaaa 


eta ag a age a 


oaoacaa 



2 4 0 
SO 1 ") 
~i> t z - 0 
4 2 0 

4 h 0 

5 4 0 
(-', :_i f 

7 Jo 
7 m -:. 
■rl4 f 



< 2 1 0 > 3 

< .' ' 1 L > Q 9 7 

<2 12> DNA 

<2 1 > Hottio s ap i en 



acgaeggaao 


a 


irgrratcce 




tt :g: 


i a a a 


ga rccettgg 


■iiggaggtat 


egetgrcgre 


a~ e * a - j ga 




.^geigtggi 




i— gat 


rgag 


rgggteaagr 


tgetgitgea 


ggt.ttagoae 


gicagiaag- 


a 


gat igctg: 




gac a a go ag 


ta ea aggge a 


tegtggattg 


oatcgt oogo 


ateeeiaagg 


a 


.veagggegt 


g 


rtgto 


r 1 1 r 


eggaggggea 


a roc ego ta a 


■igt la-trgi 


n^"^ * c a 




*: oaag root 




aaet t 


i g 1 1 


1 1 la ag gat a 


agtaiaagia 


gat in -it 3 


l 1111 '*l r 11 


a 


i aa g t a t a i 


g 


i a gtt 


t egg 


aggcartttg 


ogggraattt 




ggtgtgg::tg 


1 


i-grganti 




it itg 




gtgtarrrgr 


tggattttgi 


lagaantgi 


it g ? t agog i 


a 


rgrgggaaa 


g 


t jngg 


i a i a 


g^g^g^gag. 


trrgaggrot 


g gg ag ^o t g i 


rtggtgaaga 


t 


i at 1 1 a agt t 




gaigg 


:at: 


tggggeetgt 


ao laggg tt t 


o^agtgtotco 


gtgeagggea 


t 


t a 1 1 a t e t a 




iggge 


ggee 


taetteggeg 


cgcaegacae 


ggetaagggi 


at get tee eg 


a 


leeeaagaa 




aegea 


lac e 


gcggtgaget 


ggacgatogo 


gtagatogt g 


arggcogtgg 




--gg^gtiggt 


g 






ttegaoatgg 


tgiggoggig 


latgatgatg 


cagcorgggc 


g 


laaaggagi 




gar at 


racg 


cataogggea 


etgt igattg 


ccggaggaag 


atett tagag 


a 


- g^gggggg 




aaggo 


1 1 1 1 


ct laagggtg 


ogtggt 1 1 aa 


igt ittg i g g 


ggiatggggg 


g 


igortt igt 


g 


rtggt 


Ittg 


t a igaegage 


tc aagaaggt 


gatot aa 



4.-' 
1 4 1 



7. 
7- 
- 4 Ci 
8 ^ 7 



<J10> 4 

< 2 11 > 4 3 

<;:i;:> t'NA 

</: I .<> r'CRArt i f ic i a I Sequenc- 



; z -j 
: 2 ': 



r'CR 



3 r l :tio r 



<40t> 4 

c cat at t tog age at gggtg at taoget t g gaget c tee a aag 



4 2 



: 2 1 1 > 4 3 
:.:12> ONA 

: .': 1 3 > E' :RAr: i f ic ial Sequence 



<:40")> l ; 

t at a t aggt a c :tt.agaiat at 1 1 1 1 tga t it oat eat ac aac 



1 1 .") > t 



<211> 43 
<2i2> DNA 

<213> PCRArtif icial Sequence 
<4 0U> b 

ttatatctcg agtatgacag atgccgctgt gtccttcgcc aag 
<2iu> 7 

<211> 43 
<212> DNA 

<213> PCRArtif icial Sequence 
<400> 7 

tatataggta ccttatgtgt acttcttgat ttcatcatac aag 

< 2 1 0 > 8 
<211> 4 3 
<212> UNA 

<2i3> PCRAx'L if icial Sequence 

ttatatcr.cg agcatgacgg aacagg:cat ctc:ttcgcc aaa 

< 2' 1 ; "i > ^ 
<211> 44 
<2 12> DNA 

<2 13> PCRArt if icial Sequence 
c 4 0 0 > ? 

tatataggta c:ttagagtc accttcttga gctrgtcgta cagg 

<2 1C> 10 
<211> 21 
<212> DNA 

<2 13> Artificial Sequence 
<220> 

<22 3 > Sequence primer 

< 4 0 0 > 1 0 

t a Lgcca*. ag cat l. i_ i_ u 3i i_c c 

<2 10> 11 
<211> 13 
<2L2> DNA 

<2L3> Artificial Sequence 

<4QU> 11 
cgccaaaacr; gceaagcc 

<210> 12 
<- . 1 1 . j> 4 5 
<21_> DNA 




4 

<220> 

<ee3> Mutagenic oligonucleotide primer 
<4 :.)0> 12 

ggagatggcc tgctccgtca t curat eg tc dL jytcgtac agate 4 5 

< „ 1 0 > 1) 
< 2 i 1 > 4 5 

<;:i:.> dna 

L 3 > Ar tificial Sequenc e 
<4 :>0> IS 

gatctgtaeg acgacgacga taagatgaeg gaacaggeca tctcc 45 

<;:;i> 3 5 
: r > :j:ia 

<.:;_-■> Artificial Sequence 



<:4 )■.'> 14 

-'-'JQ'S'iJ'" 1 ' 11 - tctgargacg gai:agq::a tctc 



3 5 



'..'■'i> 15 
V 1 > 3 4 

1_> dna 

1 > > Artificial Sequent 



<4,M> 15 

cccgggctcy agttagagtc accctcttga gctc 



34 



< i :") > l b 
-;:;;> 4i 

<.:lj> E>NA 

<Jl •' > Artificial Sequent 



• :4 ■! ■> 1 

Ltaiagg r.:' cac;gacggaa :aggc:a::t ccctcgccaa a 



4 1 



■")> i 7 

: > 4 i 

:'. > DNA 

1 ; - > Artificial Segue nee 



■;4 - > 1 7 

1 1 a a a ga a \ *:. c 1 1 ag a t c a c c 1 1 c 1 1 g a g c t eg t eg t a c a g 



4 1 



1. ■ ) > 1 ^ 

1. !. > 1 "i 

i e .> d*ja 

13 > Artificial Sequence 



^ e o > 



:223> Sequencing primer 



< 4 0 0 > 18 
aaatgar.a a c cat c t c g-: 



18 



< 2 1 0 > 19 

< 2 1 1 > 18 
<212> DNA 

<218> Arti filial Sequence 



< 4 0 ■.) > 1 o 
actt:aaqga gaanti:: 



18 



•:21">> 2,) 

< 2 1 1 > -8 

<2.ij> r-riA 

<21 ; > Artificial Sequence 



<40i> 20 
aett cg-cctt car' ggat a 



18 



2 : : •• > ; i 

2 1 1 > : 8 

212> oNA 

2 1 8 > Ar cificlal S e qu e n c e 



-4 0 i> ; l 
tac gg c .-; a a g g g c a 1 1 ■: 



18 



<21;.)> ^2 

<21 1> r8 

<212> nriA 

<:213> Artificial Sequence 



<40n> 22 

:ga agcqqa.-i cptccta: 



18 



<21:)> 2 ' 

-:2 1 1> : -. 

•:212> I'NA 

Artificial Sequence 



<400> 2;i 

atg ccggt t c ccgta eg a 



18 



*:210 



4 



MA 



Artificial Sequence 



<223> Mutagenic oligonucleotide primer 



•-4 00 > 2 4 

g g 2 c l g r t: c ■ c g t c a tcrta t c g t c ategtc g 



<210> 2 5 
<211> 31 
<212> DNA 



<4 00> 2 5 

cgacgatgac gataagatga cggaacaggc c 31 

<210> 26 

<211> 41 

<1": 12 > DNA 

<213> Artificial Sequence 



<223> PGR primer 



■ d a ^ it a - 



< 2 1 ■:") > 2 7 
<211> -11 
<212> DMA 

<213> Artificial Sequence 



< 4 (.! ,'> J7 

ttataggatc c:tagat:ac ctt :ttgagc tcgtcgtaca g 



41 



<212> DNA 

<213> Artificial Sequence 



< 4 0 : j > 2 h 

ttaatgggta ccatgacgga acaggccatc tcctrcg:ca aa 



4 2 



< 2 1 0 > 2 
< 2 : ; > 4 2 
<212> i:>NA 

<213> Artificial Sequence 
<4. 0 0> 2 3 

ttata:tcga gt. tagatcac cttcttgagc tcgtcgtaca gg 



< .j i i > 

< 2 1 1 > 

< 2 1 C > 



<Jlj> Artificial Sequence 



<220> 

<22 3> Synthetic polypeptide 



<4 i.iO > 
Trp Arg 



Lys lie Phe Arg Asp Hlu Gly Gly Lys Ala Phe Phe 
5 10 15 



<210> 

< 2 1 1 > 
<2i2 > 
< :. 1 3 > 



31 

2^7 

PRT 



Met 
1 

Val 

Ly 3 

Lys 

G i n 
h 5 
Tyr 

Gin 

?he 

Gys 

Va 1 

145 

1 I e 

Asn 
Va 1 
lie 

Le u 

2 2 5 
Se r 



Ala 
Leu 



<4 0 0 > 
Gly Asp 

Ala Ala 

Leu Leu 
3 5 

Gin Tyr 
5 0 

Gly Phe 

?he Fro 

Leu The 

Al a G ey 
1 lz 
Ph- Val 
13 ■ 

G ly Arg 

: y ' 1:* 

V a : S e I ' 



3 1 

His Ala Trp 

5 

Ala Val Ser 

L-u Gin Val 

Lys Gly lie 

Leu Ser Phe 
7 0 

Thr Gin Ala 
35 

L-u Gly Gly 

1 n 

Asn Leu Ala 

Tyr Leu 

Arg Ala Gln 
1 5 0 

Phe Lys Ser 
165 



Ser Phe Leu 
Lys Thr 



v-, 1 



.11 ji.i 'ji 

1 0 

Thr Ala Ly 



'iyr Asp 
1 3 5 

Phe Val S-"-r Trp M 

2 1:) 



Gly Ar j 

Ar ( Lys 

Trp Ser 
2 7 5 
Tyr Asp 

2 9 0 



Tvr Pro Phe 
2 ?0 

Lys 31y Ala 

24 5 
: 1 e Al =1 Lys 
2 • ■ J 

Asn Val Leu 
Glu lie Lys 



Gin His 

4 0 
lie Asp 
5 5 

Trp Arg 

Leu Asn 

Val A st 

Ser Gly 
1 2 

Asp Pht 
135 

Arg G 1 a 

Asp Gly 

lie lie 

Gly Met 

2 0 J 

lie Ala 
215 

Asn Tlir 

Asp I : e 

Asp 3 2a 

Ar: j ly 
2s 0 
Lys Tyr 

2 95 



Ala 

2 5 
Ala 



Gly 
Phe 
Arq 



Leu 

1 1 e 
135 
Le 1 

Gin 

Va 1 

M-:i \ 

GLy 
Met 
Va 1 



Lys 

10 

Val 

Ser 

Val 

Asn 

Al a 

9 : . i 

Hi s 



Arg 
Arg 

17 0 

Tyr 



Arq 

Tyr 
2' 5 0 
Ala 



Asp. Phe 

Ala Pro 

Lys Gin 

Val Arg 

L e u A 1 a 
7 5 

Phe Lys 

Lys Gin 

Ala Gly 

Thr Arg 
1 4 0 
G ly Leu 
1 5 5 

G 1 y Leu 

Arg Ala 

Asp Pro 

Val Thr 
22 0 
Arg Arg 



Lys Ala 
31y Al a 



Leu Ala 



He 

He 
4 5 
He 

As n 

Asp 

Phe 

Ala 

1 o c 

G 1 y 

iyr 

Ala 

2 0 5 
Ala 

Met. 

Thr 

Phe 

Phe 
2 35 



Glu 

30 

Ser 

Pro 

Va 1 

Lys 

Trp 
i i "1 



Gly 

15 

Arg 

Ala 



Arg 



Thr Ser 



Asp 
Gin 



Tyr 

1 3 0 
Asn 

Va 1 

Met. 

Va 1 

Phe 

2 7 5 
V a 1 



Gly 

1 7 5 
Phe 

Va 1 

Al a 

Met. 

Aso 



Ala 

Val 

Glu 

Glu 

Arg 
3 0 
j^y s 

Tyr 

Leu 

Asp 

1 le 
1 0 0 
Phe 

Gly 

His 

Gly 

3 In 
24 0 
Gys 

Gly 



2 <3 
PPT 

H )Tio sap Ten 



•:400> jlJ. 

Met. Thr Asp ALj Ala 

1 5 

Val Ala Ala Ala Tie 



Ph^ Ala Lys Asp Phe Leu Ala 31y 31y 



Lys Thr Ala Val Ala Pro He Glu Arg Val. 



Lys 
Lys 
G 1 n 

6 5 

Tyr 
Gin 

Phe 



Val 
14 5 



Gl v 



2 ; : 5 
Gi.n 



Gly 
Va L 



Leu 

Gin 

50 

Glu 

Phe 

He 

Ala 

Phe 
13 0 
Gly 

Va 1 

Asm 

1 1 r; : 

i : -.• 

2 1 ■ 
Lea 

Ser 

Trn 

Ala 

Levi 

2 9 U 



Leu 
3 5 

Tyr 

Val 

Pro 

Phe 

Gly 
1 1 5 
Val 



2 0 
Leu 

Lys 

Leu 



Gin 

Gly 

Ser 

Gin 
^5 
Gly 

Leu 

Pro 

Lys Ala Gly 
Lvs l^e Tyi 



Val Gin 
11*= 



Tvr 



Leu 
1 0 0 
As n 



Ser 
Asr> 



Va 1 



Gly 
Arg 
Trp 
Tyr 



/\rg 

Lys 
2e0 
S-r 

Asp 



s4 5 
lie 

Asn 

Glu 



He 
Trp 
Leu 
Val 

Ser 

Leu Asp 
1 * 5 
Ala Glu 



Phe 
70 
Al a 

Gly 

Ai 3t 



Tun So r Tvr 



Gin 
Ala 
Trp 

r'T" 

2 3 o 

Gly 

Al a 

Va 1 
He 



Gly 
Lys 
Met 
Phe 
Thr 
Arg 
Leu 
Lys 



His 

40 

Asp 

Arg 

Asn 

Asp 

Gly 
12 0 
Phe 

Arg 

As o 

He 

■-iy 

2 0 0 
He 

Asp 

Asc> 

Asp 

Arg 
280 
Lys 



05 
Ala 



ory 

Phe 

Lys 
105 

, ' 1 „ r 

' ..7 X j, 

Al a 

Glu 

Gly 

1 1 e 
1. 8 5 
Me*:: 

A Li 

Thr 

1 le 

Olu 
^65 
Gly 

'Py- 



Ser Ly 

Val 

Asn 

Ala 
9 0 
Arg 

Al a 

Arg 

Phe 

I le 
1 7 0 

1 le 

lieu 
G 1 n 
Va 1 

Me: 

2 5 0 
Gly 

Met 

Thr 



Jin He 
4 5 

Val Arg He 

60 

Leu Ala Asn 
7 5 

Phe Lys Asp 

Thr Gin Phe 

Al a Gly Ala 
12 5 

Thr Aig Lea 
14 0 

Arg 'My Leu 

155 

Lys Gly Leu 

Tyr Ar } Ala 

Pre> Asp Pi a 
2 0 5 

Thr Val Thr 

Arg Arg Arg 

2 ?■ 5 

Tyr Thr G Ly 

Gly Lys Ala 

Gly Gly Ala 

23 5 



3 0 

Thr Ala Asp 

Fro Lys Glu 

Val lie Arg 
8 0 

Lys Tyr Lys 
9 5 

Trp Arg Tyr 
1 10 

Thr Ser Leu 

Ala Ala Asp 



P 



Tyr G In G 1 y 
i 7 5 

A i. d Tyr P: o- 
1 ^0 



Ala Val Ala 

Met Met M-::t 

Thr Leu Asp 

Erie Prie Lys 
2 7 0 

Phe Val Leu 



: la> 



2 ■* 6 

PPT 

H jmo s :ip i en 



Met 

I le 

Lvs 

Lys 

Gin 
6 5 



< 4 0 5 > 
Thr 3 : u 



3 }■ 

(3 In Ala II- 



Ala Ala Ala He Ser 



Ser Phe Ala Lys Asp Phe Leu Al* Gly G ly 

10 1 5 

Lys Thr Ala Val Ala Pro lie (Olu Ar g Val 



Lea L :u 

3 5 
31 :i Tyr 
5 0 

31y Val 
Phe Pro 
T 1 e Phe 



l.vi 3 In Va 1 
Lys 31y 1 le 

L-iU Ser Phe 

7 0 

Thr Gin Ala 

3 5 

Leu 31y Gly 



Gin His A- i S-^ 

4 0 

Val Asn '.y 



ys Gin I 1» Ala Al a Asp 
4 5 

He Val Arg He Pro Lys Glu 



Trp Arg Gly Asn Leu Ala Asn Val He Arg 



7 5 



8 J 



Leu Asn Phe Ala Phe Lys Asp Lys Tyr Lys 
Val Asp Lys His Thr" Gin Piitr Trp Arg Tyr 



# 



105 Thr ser Leu 

c_ Glv Gly Ala Ala Gly Ala 

Phe Ma Gly Asn Leu — ^ ~- ^ ^ Asp 

115 a a n Phe Ala Arg Thr Arg 

, 7 i Tvr Pro Leu Asp vne Q 
Cys Phe val Tyr ^ ^ Qly Asp C ys 

130 ._ ,-,-,„ zvra Glu fne «^ -■- i60 

- ° iy ws ser - : „; - - - - Giy 

III v.! W . n. ™ - 

,j ^ rin GlV 116 19° 

-v*r Ala Lvs Gly LlcL 2 05 

Gly val Tyr Asp xhr . 2Q0 ^ Val Ala 

195 „ -| s , r T rp Met He Ala Gin Thr Va 
His He val Val S-r ^ 22^ ^ ^ ^ Met 

210 T^rr* Pro Phe Asp V5li 

Giy val val ser Tyr Pro 

225 w<5 Glv Ala Asp He Met 255 

Gin Ser Gly «rg - ... Ala phe Phe Lys 

tip Phe Arg Asp Giu — . - 270 

cys Trp Arg Lys e f Gly GIY Ala Phe Val Leu 

01y Al. Trp "ser M n val Leu Arj 

TX .,-| I.PU iVi , «r 



